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Introduction Results

Table 1: Summary of bicluster types. o = supported & found. x = supported &

Figure 1: Bicluster type experiment. Each data point represents the mean of 100 datasets. not found. ! = not supported & found. bold: best. Distance threshold: 0.75
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applied to microarray data.

Samples

Datasets

Synthetic datasets with six bicluster models
were generated: constant, constant
upregulated, shift, scale, shift-scale, and
plaid. Results on ten microarray
experiments were also obtained.

Experiments

» Ability to recover each type of bicluster.
» Varying numbers of biclusters.

» Sensitivity to random noise.

» Overlapping biclusters.

» Overfitting synthetic data.

» GEO enrichment on microarray data.

Scoring

Biclusters by and by with Jaccard coefficient:
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Let E be set of expected, F set of found:
recovery = S*(E, F); relevance = S*(F, E).
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Figure 2: Noise experiment: recovery scores for constant and constant upregulated biclusters.
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Table 2: Microarray results. Bayesian binomial test for % of significant
biclusters, o = 0.05. n: number of biclusters found; x: number of enriched
biclusters; lower and upper. 95% posterior interval; mean: expectation of the

posterior.
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Conclusions

Disagreement between results on synthetic and real
data. GEO enrichment probably not accurate for
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Table 3: Grades for each experiment.
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biclustering because:

» GEO enrichment only scores bicluster rows.
» Unknown biclusters receive low scores.

Best: BBC, CPB, ISA, and QUBIC. Only CPB capable of
finding shift-scale biclusters.
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